
SONATA mitigates the ambiguity of manifold alignment

Goal: Distinguish one unique solution or multiple alternative solutions.


Key idea: A novel cell-cell ambiguity measurement to gauge the ambiguity.


Applicability: Generalizable to any off-the shelf manifold alignment.
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Common manifold alignment methods [1,2] report an arbitrary alignment 
solution, whether exist or not. 
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SONATA correctly aligns real biology modalities.  
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A common manifold alignment workflow.

SONATA supports extensive settings

SONATA identifies mutually ambiguous groups
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sc-GEM [3]: Gene expression + DNA methylation

SNARE-seq [4]:  Chromatin accessibility + Gene expression
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